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AMENDMENTS TO THE CLAIMS 

Listing of Claims: 

1 . (Currently amended) A method for the fermentative production of at least on e sulfur ' 
containing fin e chemical L-methionine , which comprises the following steps: 

a) ferm e ntation fermenting in a medium cells of a coryneform bacte ria culture 
bacterium for producing the d e sired sulfur containing fine ch e mical lr 
methionine , the coryneform bacteria expressing at least one heterologous 
nucleotide sequence which codes for a protein with methylenetetrahydrofolate 
reductase (metF) activit y, wherein said heterologous nucleotide sequence 
comprises a nucleotide sequence encoding a metF protein having an amino acid 
sequence as set forth in SEP ID NO: 2 or comprises a nucleotide sequence 
encoding a metF protein having an amino acid sequen ce with 95% homology or 
more to the sequence as set forth in SEQ ID NO: 2 ; 

b) conc e ntrati e nof the sulfur containing fin e chemical concentrating L-methionine 
in the medium or in the bacterial cells, and 

c) isolati o n of the aulfur conta ining fine chemical isolating L- methionine. 

2-4. (Cancelled). 

5. (Currently amended) A The method as claimed in claim 1 , wherein the metF-encoding 
sequence comprises a coding sequence according to as set forth in SEQ ID NO:l;-3; 5, 7, 9, 11, 
13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 35 , 3 7, 39, 1 1, 1 3 , 4 5, 47, 49, 51 and 53 or a nucleotide 
s equenc e homologous ther e to which codes for a pr ot e in with metF acti vity. 

6. (Currently amended) A The method as claimed in claim 1 , wherein the metF-encoding 
sequence codes for a protein with metF activity, said protein comprising an amino acid sequence 
according to as set forth in SEQ ID NO: 2, 1, 6, 8, 10, 12, 14, 16, 18, 20 , 22, 2 4 , 26, 28, 30, 32, 
34, 36, 38, 40, 12, 1 4 , 4 6, 48, 50, 52 and 5 4 or an amino ac id se qu e nc e homologous thereto 
which repres e nts a protein with m e tF activity . 
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7 . (Currently amended) A The method as claimed in claim 1 , wherein the coding metF 
sequence is a DNA or RNA which can be replicated in coryneform bacteria or is stably 
integrated into the chromosome. 

8. (Currently amended) A The method as claimed in claim 7, wherein 

a) a bacteria strain transformed with a plasmid vector carrying at least one copy of 
the coding metF sequence under the control of regulatory sequences is used, or 

b) a strain in which the coding metF sequence has been integrated into the bacteria 
chromosome is used. 

9. (Currently amended) A The method as claimed in claim 1 , wherein the coding metF 
sequence is overexpressed. 

1 0. (Currently amended) A The method as claimed in claim 1 , wherein bacteria are 
fermented in which additionally at least one further gene of the biosynthetic pathway of fee 
d e sir e d sulfur - containing fine ch e m ical L-methionine has been amplified or mutat e d 
ovorcxprcaaed- such that its-^ otivity is not i nflu e nood by metabolic m e tabolit es. 

11. (Cancelled). 

12. (Currently amended) A The method as claimed in claim 1, wherein coryneform bacteria 
are fermented in which, at the same time, at least on e of the g e n e s s e l e ct e d from among 
a) the a lysC gene, which encodes an aspartate kinase, 

b) the gl y ceraldchyde 3 phosphat e dehyd ro genas e e nc odi ng g e n e gap , 

e) th e 3 phosphoglycorate kinase encoding gone pglc, 

d} the pyruvat e- earboxylaso encoding gen e pyc ; 

o) th e triose phosphate isom e rase encoding-gen e tpi; 

f) th e homos e rine O acetyltransf e rase e ncod i ng gene m e tA, 

g) the cystathionine gamma synthas e e ncoding - gene metB, 

h) fee cystathionin e gamma - lyasc encoding g e ne metC, - 

i) fe e s e rin e hydroxym e thyltrans - f er- aoe encoding gene glyA^ 
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th e O ae e tylhomos e rine s ulflay t feylase - encoding g e ne metY, 

tho vitamin B12 dep e ndent m ethionin e - s ynthase encoding g e ne m e tH; 

the phosphosorino phosphatase e ncoding gone scrB, 
thes 



i e tyltran s f e rase - e ncoding gon e cyoE, and 



-©) th o horn gen e r which e ncodes a homoserine deh; 



is overexpressed or mutat e d in such a way that the activity of th e corr e sponding proteins is 
influ e nced by m e tabolic metabolit e s to a 



13. (Cancelled). 



1 4. (Currently amended) A The method as claimed in claim 1 , wherein microorganisms the 
coryneform bacterium is of the species Coryn e bacterium glutamicum ar e us e d Corynebacterium 
glutamicum . 



15-16. (Cancelled). 



17. (New) A method for the production of L-methionine, which comprises the following 
steps: 

a) fermenting in a medium cells of a coryneform bacterium fur producing of L- 
methionine, said coryneform bacteria expressing at least one heterologous 
nucleotide sequence which codes for a protein with with 
methylenetetrahydrofolate reductase (metF) activity, wherein the heterologous 
nucleotide sequence comprises a nucleotide sequence having 95% identity or 
more to the sequence as set forth in SEQ ID NO; 1 ; 

b) concentrating L-methionine in the medium or in the bacterial cells; and 

c) isolating L-methionine. 



1 8. (New) The method of claim 17, wherein the coding metF sequence is a DNA or RNA 
which can be replicated in coryneform bacteria or is stably integrated into the chromosome. 
4 



AppiiuaLiuiiNu,: 10/525,907 
Amendment dated January 15, 2007 
Reply to Office Action of July 14, 2006 



Docket No. 13111-00005 US 



1 9. (New) The method of claim 1 7, wherein 

a) a bacteria strain transformed with a plasmid vector carrying at least one copy of 
the coding metF sequence under the control of regulatory sequences is used, or 

b) a strain in which the coding metF sequence has been integrated into the bacteria 
chromosome is used. 

20. (New) The method of claim 17, wherein the coding metF sequence is overexpressed. 

2 1 . (New) The method of claim 1 7, wherein bacteria are fermented in which additionally at 
least one further gene of the biosynthetic pathway of L-methionine has been overexpressed. 

22. (New) The method of claim 1 7, wherein the coryneform bacterium is of the species 
Corynebacterium glutamicum. 
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